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DETAILED ACTION 

Continued Examination Under 37 CFR 1.114 

1 . A request for continued examination under 37 CFR 1.114, including the fee set 
forth in 37 CFR 1.17(e), was filed in this application after final rejection. Since this 
application is eligible for continued examination under 37 CFR 1.114, and the fee set 
forth in 37 CFR 1 .17(e) has been timely paid, the finality of the previous Office action 
has been withdrawn pursuant to 37 CFR 1.114. Applicant's submission filed on March 
23, 2009 has been entered. 

Claim Status 

2. Claims 2-5, 8 and 10-20 are cancelled. Claims 1 , 6-7, 9 and 28-29 are withdrawn 
from consideration. Claims 21-27 are under consideration in this office action. 

Election/Restrictions 

3. Previously submitted claims 28-29 directed to an invention that is independent or 
distinct from the invention originally claimed. Applicants argue that claim 29 is not 
directed to a sequence comprising SEQ ID NO: 37, has a means for hybridizing to SEQ 
ID NO: 37; therefore is directed to applicants previously elected subject matter. 
However, it is the Office's position that claims 28-29 are directed to an independent 
invention. Accordingly, claims 28-29 are withdrawn from consideration as being directed 
to a non-elected invention. See 37 CFR 1 .142(b) and MPEP § 821 .03. The requirement 
is still deemed proper and is therefore made FINAL. 
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Response to Arguments 

4. Applicant's arguments filed March 23, 2009 have been fully considered but they 
are not persuasive. 

Claim Rejections - 35 USC §112 

The following is a quotation of the first paragraph of 35 U.S.C. 112: 

The specification shall contain a written description of the invention, and of the manner and process of 
making and using it, in such full, clear, concise, and exact terms as to enable any person skilled in the 
art to which it pertains, or with which it is most nearly connected, to make and use the same and shall 
set forth the best mode contemplated by the inventor of carrying out his invention. 

5. The written description rejection of claims 21-27 under 35 U.S.C. 1 1 2, first 
paragraph, as failing to comply with the written description requirement is maintained for 
reasons already of record. 

The claims are drawn to an isolated or recombinant nucleic acid molecule 
comprising a nucleotide sequence of Streptococcus suis origin wherein the nucleotide 
sequence comprises a contiguous sequence which hybridizes to the full length of 
nucleotides 89-263 of the nucleotide sequence of SEQ ID NO:37 at 65°C in a buffer 
having 0.5 M sodium phosphate, 1 mM EDTA, and 7% sodium dodecyl sulphate at a pH 
of 7.2, wherein the nucleic acid molecule remains hybridized after washing twice with a 
buffer containing 40 mM sodium phosphate (pH 7.2), 1 mM EDTA and 5% sodium 
dodecyl sulphate for 30 minutes at 65°C and; washing twice with a buffer containing 40 
mM sodium phosphate (pH 7.2), 1 mM EDTA and 1% sodium dodecyl sulphate for 30 
minutes at 65°C and wherein the complement of the nucleotide sequence encodes for a 
portion of a fibronectin-/fibrinogen-binding protein (FBPS) of Streptococcus suis. 
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Applicants assert that paragraph [0105] states that SEQ ID NO:37 was used as a 
probe to identify chromosomal fragments of S. suis serotype 2 containing FBPS 
sequences and therefore necessarily includes a complementary sequence that 
hybridizes to SEQ ID NO:37 in accordance with the claims. However the issue is not 
whether the is written description of a nucleotide sequence of S. suis origin wherein the 
nucleotide sequence comprises a contiguous sequence which hybridizes to the full 
length of nucleotides 89-263 of the nucleotide sequence of SEQ ID NO:37; rather the 
issue is whether there is adequate written description support for the complement of the 
nucleotide sequence which hybridizes to SEQ ID NO:37 and encodes for a portion of a 
FBPS of S. suis. 

Applicants submit that complement of the of the described nucleic acid sequence 
that hybridizes to the full length of nucleotides 89-263 of SEQ ID NO:37 under the 
recited conditions would have a complement that necessarily includes a nucleotide 
sequence that encodes for a portion of a FBPS of S. suis. However it is the Office's 
position that applicants have not provided any written description for that complement. 

Applicants submit that because the described nucleotide sequence, or fragment 
including the claimed nucleotide sequence, is complementary to SEQ ID NO:37 a 
complement of a claimed nucleic acid sequence would necessarily include nucleotides 
89-263 of SEQ ID NO:37. Contrary to Applicants assertions, the specification does not 
describe any FBPS of S. suis that are encoded by the complement of a nucleotide 
sequence that hybridizes with SEQ ID NO:37 under the recited conditions. It is well 
known in the art that DNA that hybridizes to the DNA sequence that encodes a protein 
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is known as complementary DNA. "Complementary" is routinely used in the art to 
describe the opposite (complement) strand of a given DNA sequence; however the 
claim reads upon an isolated or recombinant nucleic acid molecule comprising a S. suis 
nucleotide sequence where the sequence hybridizes to SEQ ID NO:37 and the 
complement of the nucleotide sequences encodes for a portion of a portion of FBPS. 

Applicants argument that nucleotides 89-263 of SEQ ID NO:37 encode for a 
portion of a FBPS of S. suis thus the sequence's complement would necessarily include 
a nucleotide sequence that encodes for a portion of a FBPS of S. suis is not persuasive. 
It is well known that antisense sequences do not encode products related to the sense 
strand, for example, the 5'- 3' directionality is reversed, and therefore each codon 
triplets is read in the reverse orientation (encoding a different amino acid in most 
instances) and the N and C terminal of the encoded product is reversed. Furthermore, 
there is no description of the complement of the nucleotide sequence which hybridizes 
to SEQ ID NO:37 under the instantly claimed conditions encodes for a portion of a 
FBPS of S. suis. 

Applicants urge that because of the "highly stringent conditions" claimed, the 
specification's described 5kb fragment and pFBPS7-46 would necessarily include a 
contiguous sequence that hybridizes to the full length of nucleotides 89-263 of SEQ ID 
NO:37 thus, the specification describes the claimed nucleic acid structurally, 
functionally, and by relevant characteristics. However, it is the position of the Office that 
the specification describes the nucleotide sequences of SEQ ID NO:37 and sequences 
which hybridize to SEQ ID NO:37; however that is not equivalent to a description of the 
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complement to the hybridizing strand which encodes a portion of FBPS. There is no 
disclosure of a nucleic acid molecule that hybridizes to SEQ ID NO:37 wherein the 
complement of the hybridizing nucleotide sequence encodes for a portion of a FBPS of 
S. suis. 

Applicant has not provided any guidance or working examples which would lead 
one of skill in the art to predict that the nucleotide sequence of S. suis origin wherein the 
nucleotide sequence comprises a contiguous sequence which hybridizes to the full 
length of nucleotides 89-263 of the nucleotide sequence of SEQ ID NO:37 under the 
instantly claimed conditions and wherein the complement of the nucleotide sequence 
encodes for a portion of a FBPS of S. suis does, in fact, encode protein product (e.g. 
start sequences, methionine codon, a substantial open reading frame, stop and other 
termination signals). Furthermore, one of skill in the art would not predict that such a 
product would be structurally or functionally related to the protein with the sequence of 
SEQ ID NO:37, and applicant has not provided any potential means of using such an 
unrelated protein product, or any description of the structure or function of such a 
product. 

Applicant respectfully notes that the claims are not directed to "any" nucleic acid 
sequence that hybridizes to or complements SEQ ID NO:37, but rather to those specific 
nucleic acid sequences that hybridize to or complement nucleotides 89-263 of SEQ ID 
NO:37 and whose complement encodes for a portion of a FBPS of S. suis as evidenced 
by (Exhibit A), the predicted FBPS protein submitted to GenBank as AF438159 
[referenced in [0102] of the Specification], and a homology search on the sequence of 
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the FBPS protein (Exhibit C) suggest that any potential nucleic acid sequences that 
hybridize under the recited conditions would encode for a FBPS of S. suis. However the 
issue is not whether SEQ ID NO:37 would encode a portion of a FBPS of S. suis origin. 
And it is noted that none of the exhibits address whether the nucleotide sequence which 
hybridizes to SEQ ID NO:37 has a complement that encodes for a portion of a FBPS of 
S. suis. Therefore Applicants exhibits are not persuasive. 

Applicants point to the homology search in Exhibit C and suggest that proteins 
with as low as fifty percent (50%) homology to the FBPS proteins of S. suis are FBPS 
proteins. Applicants submit that these homologous proteins are not from S. suis, but 
from other Streptococcus strains. Therefore it appears that Applicants have failed to 
provide support for an isolated or recombinant nucleic acid molecule comprising a 
nucleotide sequence of S. suis origin wherein the complement of the nucleotide 
sequence encodes for a portion of a FBPS of S. suis. None of the exhibits provide any 
written description support for a complement of the hybridizing strand that encodes a 
portion of a FBPS from S. suis. Moreover, the homology search failed to provide written 
description support for an isolated or recombinant nucleic acid molecule comprising a 
nucleotide sequence of S. suis origin. 

Finally, Applicant submits that in view of the evidence of record and the remarks 
presented herein, the Specification adequately describes the claimed nucleic acid 
sequence and that the complement of the claimed nucleic acid sequence encodes for a 
portion of FBPS. The specification does not indicate that any nucleic acids that 
hybridize to SEQ ID NO: 37 under "highly stringent" conditions and has a complement 
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that encodes a FBPS of S. suis. Because hybridization under highly stringent conditions 
requires a high degree of structural complementarity, nucleic acids that hybridize to 
SEQ ID NO: 37 must share many nucleotides in common with SEQ ID NO: 37. The 
disclosure of SEQ ID NO: 37 combined with the knowledge in the art regarding 
hybridization would put one in possession of the genus of nucleic acids that would 
hybridize under stringent conditions to SEQ ID NO: 37. However, without a recognized 
correlation between structure and function, those of ordinary skill in the art would not be 
able to identify without further testing the complement of the nucleotide sequence that 
encodes for a portion of a FBPS of S. suis wherein the nucleotide sequence comprises 
which hybridizes to SEQ ID NO:37. 

Thus, those of ordinary skill in the art would not consider the applicant to have 
been in possession of the claimed genus of an isolated or recombinant nucleic acid 
molecule. Therefore the specification fails to satisfy the written description requirement 
of 35 U.S.C.1 12, first paragraph, with respect to the full scope of claims 21-27. 
Accordingly, Applicants arguments have not been found persuasive and the rejection is 
maintained. 

Claim Rejections - 35 USC §112 

The following is a quotation of the first paragraph of 35 U.S. C. 112: 

The specification shall contain a written description of the invention, and of the manner and process of 
making and using it, in such full, clear, concise, and exact terms as to enable any person skilled in the 
art to which it pertains, or with which it is most nearly connected, to make and use the same and shall 
set forth the best mode contemplated by the inventor of carrying out his invention. 
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6. The new matter rejection of claims 21-27 under 35 U.S.C. 112, first paragraph, 
as failing to comply with the written description requirement is maintained for reasons 
already of record. 

The rejection is on the grounds that neither the specification nor originally 
presented claims provides support for an isolated or recombinant nucleic acid molecule 
comprising a nucleotide sequence of S. suis origin wherein the nucleotide sequence 
comprises a contiguous sequence which hybridizes to the full length of nucleotides 89- 
263 of the nucleotide sequence of SEQ ID NO:37 at 65°C in a buffer having 0.5 M 
sodium phosphate, 1 mM EDTA, and 7% sodium dodecyl sulphate at a pH of 7.2, 
wherein the nucleic acid molecule remains hybridized after washing twice with a buffer 
containing 40 mM sodium phosphate (pH 7.2), 1 mM EDTA and 5% sodium dodecyl 
sulphate for 30 minutes at 65°C and; washing twice with a buffer containing 40 mM 
sodium phosphate (pH 7.2), 1 mM EDTA and 1% sodium dodecyl sulphate for 30 
minutes at 65°C and wherein the complement of the nucleotide sequence encodes for a 
portion of a FBPS of S. suis. 

Applicants' point to paragraph [0082] for support in the specification which 
expressly describes the hybridization conditions. However the new matter rejection is 
based on the grounds that for an isolated or recombinant nucleic acid molecule 
comprising a nucleotide sequence of S. suis origin wherein the nucleotide sequence 
comprises a contiguous sequence which hybridizes to the full length of nucleotides 89- 
263 of the nucleotide sequence of SEQ ID NO:37 under the instantly recited 
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hybridization conditions wherein the complement of the nucleotide sequence encodes 
for a portion of a FBPS of S. suis. 

Applicants also point to paragraphs [0105-0106] as providing a more than adequate 
disclosure for an isolated or recombinant nucleotide sequence that hybridizes to full 
length of nucleotides 89-263 SEQ ID NO:37. Applicant respectfully asserts that, at the 
very least, the specification inherently discloses "a nucleotide sequence comprising a 
contiguous sequence that hybridizes to the full length of nucleotides 89-263 of SEQ ID 
NO:37. However, Applicant is reminded that the claims are not just drawn to a 
nucleotide sequence comprising a contiguous sequence that hybridizes to the full length 
of nucleotides 89-263 of SEQ ID NO:37; rather the claims are drawn to a nucleic acid 
molecule wherein the complement of the hybridizing nucleotide sequence encodes for a 
portion of a FBPS of S. suis. Applicants' have not provided support for the complement. 

Applicants assert that the inherent properties are present and inherently 
disclosed. However the "inherent properties" which Applicants are asserting relate to 
SEQ ID NO:37 and the hybridizing sequence. There appears to be no teaching of an 
isolated or recombinant nucleotide sequence comprises a contiguous sequence which 
hybridizes to the full length of nucleotides 89-263 of the nucleotide sequence of SEQ ID 
NO:37 and wherein the complement of the nucleotide sequence encodes for a portion 
FBPS of S. suis. Furthermore, there is no teaching of the contiguous sequence 
hybridizing to the full length of nucleotides 89-263. Applicants' have not specifically 
pointed to teaching of the contiguous sequence hybridizing to the full length of 
nucleotides 89-263 of SEQ ID NO:37. Therefore, it appears that the entire specification 
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appears to fail to recite support for the newly recited isolated or recombinant nucleotide 
sequence. 

Despite applicants' assertions, there appears that there is no support in the 
specification or the claims. Therefore, applicants must specifically point to page and line 
number support for the identity an isolated or recombinant nucleic acid molecule 
comprising wherein the nucleotide sequence comprises a contiguous sequence which 
hybridizes to the full length of nucleotides 89-263 of the nucleotide sequence of SEQ ID 
NO:37 and wherein the complement of the nucleotide sequence encodes for a portion 
FBPS of S. suis as recited by the claims. Therefore, applicants' arguments are not 
persuasive and the rejection is maintained. 

Conclusion 

7. No claims allowed. 

8. Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Ja-Na Hines whose telephone number is 571-272-0859. 
The examiner can normally be reached Monday thru Thursday. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor Robert Mondesi, can be reached on 571-272-0956. The fax phone number 
for the organization where this application or proceeding is assigned is 571-273-8300. 
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Information regarding the status of an application may be obtained from the 
Patent Application Information Retrieval (PAIR) system. Status information for 
published applications may be obtained from either Private PAIR or Public PAIR. 
Status information for unpublished applications is available through Private PAIR only. 
For more information about the PAIR system, see http://pair-direct.uspto.gov. Should 
you have questions on access to the Private PAIR system, contact the Electronic 
Business Center (EBC) at 866-217-9197 (toll-free). 

/JaNa Hines/ 
Examiner, Art Unit 1645 



/Mark Navarro/ 

Primary Examiner, Art Unit 1645 



